Response: The analysis by Vaupel et al. allows the extension of our data in ways that we (1) did not originally envision and provides a much better fit of the raw data. The slope of the Gompertz curve changes at 8 days of age, but mortality still continues to increase exponentially until the end of life. However, large errors in the estimation of mortality rates late in life, which result from the small number of deaths during this period, prevent us from determining the accuracy of this statement with a high degree of precision.
I find the statements from Curtsinger et al. to be convincing, and these precautions seem to adequately rule out the possibility that there was significant contamination by progeny in the aging cohorts displayed in their earlier report (2). Nevertheless, any significant amount of progeny contamination can produce a huge artifact when only a small minority of the starting population are being examined as is done in examining the oldest old. Great care must be taken to avoid it.
The analyses conducted by Wang et al. purport to show (i) that a "nonparametric locally weighted least squares method" provides a better fit (3) and detects a decrease in mortality rates at "between 8 and 10 days" and (ii) that each of the 79 genotypes analyzed in our report ( 1 ) themselves appear to be composed of two slopes. We completely concur on the first aspect of their analysis (4). However, we are uncertain that the deviations from the exponential curve are biologically significant. It remains to be demonstrated that the details of these deviations from the Gompertz will be replicated in further analyses. It 
